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COMPOUNDS

] compounds

smiles TEXT
std_inchi TEXT

cmpd_name INT(11)

obmol BLOB
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| properties
property_id INT(11)

type VARCHAR(1)
unit VARCHAR(100)

sd VARCHAR(100)
ref_id VARCHAR(11)

| property_types

pt_id INT(10)

property_type VARCHAR(100)

property_type INT(10)
value VARCHAR(150)

cmpd_id VARCHAR(11)
molfile MEDIUMTEXT

std_inchikey VARCHAR(36)
formula VARCHAR(100)
formula_dot VARCHAR(200)
iupac_name VARCHAR(2500)

fragment_count TINYINT(4)
last_update TIMESTAMP

cmpd_id VARCHAR(11)

datasource_id VARCHAR(8)
datasource_version VARCHAR(50)
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description TINYTEXT
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] cmpd_ids
ci_id INT(11)
% cmpd_id VARCHAR(11)
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external_id VARCHAR(50)

» datasource_id VARCHAR(8)
datasource_version VARCHAR(50)
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"] cmpd_variants

type VARCHAR(50)
description TINYTEXT

] cmpd_types
ct_id INT(11)

» cmpd_id VARCHAR(1
type VARCHAR(150)
level SMALLINT(6)
upper_level_ctid INT(1
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] synonyms
synonym_id INT(11)
% cmpd_id VARCHAR(11)
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! parent_mol VARCHAR(11)
! child_mol VARCHAR(11)
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cmpd_name VARCHAR(1500)
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| activities

activity_id VARCHAR(13)

» cmpd_id VARCHAR(11)

 protein_id VARCHAR(10)

» ref_id VARCHAR(11)
std_type SMALLINT(5)
activity_relation VARCHAR(5)
std_value FLOAT
std_unit VARCHAR(100)
action_type VARCHAR(50)
published_type SMALLINT(5)
published_value FLOAT
published_unit VARCHAR(100)
published_sd VARCHAR(100)
published_label TINYTEXT
comments TEXT
assay_type VARCHAR(1)
assay_description TEXT
cell_system VARCHAR(100)
sub_prod VARCHAR(11)
cmpd_conc VARCHAR(100)
cmpd_conc_unit VARCHAR(50)
action_strength VARCHAR(50)
species VARCHAR(100)
datasource_id VARCHAR(8)

datasource_version VARCHAR(50)

last_update TIMESTAMP
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] activity_types
at_id SMALLINT(5)
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activity_type VARCHAR(100)
description VARCHAR(1000)

is_std_type TINYINT(4)

name VARCHAR(50)

release_date DATE

comments TINYTEXT
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PROTEINS
] tissue_distribution v
td_id INT(11)
2 protein_id VARCHAR(10)
 tissue_id INT(11)
cell_type VARCHAR(100)
level VARCHAR(20)
S expression_type VARCHAR(50)
N 'i ref_id VARCHAR(11)
| datasource_id VARCHAR(8)
: datasource_version VARCHAR(50)
| reliability VARCHAR(50)
: last_update TIMESTAMP
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| tissue_id INT(11)
: organ VARCHAR(100)
>l———q | tissue VARCHAR(100)
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ref_id VARCHAR(11)
pubmed_id INT(11)
authors VARCHAR(1500)

————H tite VARCHAR(1500)
journal VARCHAR(100)
year VARCHAR(4)
volume VARCHAR(20)

o first_page VARCHAR(20)

doi_url VARCHAR(1000)
ref_type VARCHAR(50)
abstract TEXT
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] proteins
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protein_id VARCHAR(10)
external_id_uniprot VARCHAR(25)
approved_symbol VARCHAR(25)
external_id_hgnc VARCHAR(25)
approved_name VARCHAR(200)
protein_symbol VARCHAR(25)
external_link_ensembl VARCHAR(500)
external_id_gene VARCHAR(25)
external_id_refseq VARCHAR(50)
isoform VARCHAR(50)

fasta_seq TEXT

num_residues SMALLINT(5)
tissue_dist_uniprot VARCHAR(2000)
subcell_compartment_uniprot VARCHAR(2000)
comments TEXT

summary_refseq VARCHAR(5000)
function_external VARCHAR(5000)
protein_type VARCHAR(100)
tc_ec_number VARCHAR(100)
last_update TIMESTAMP
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"] protein_synonyms v
synonym_id INT(11)
& protein_id VARCHAR(10)
protein_name VARCHAR(1000)
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] datasources
datasource_id VARCHAR(8)
name VARCHAR(150)
short_name VARCHAR(50)
link TINYTEXT
search_link TINYTEXT
datasource_type VARCHAR(50)
comments TEXT
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